Acinetobacter baumannii is often implicated in hospital outbreaks in Tunisia. It's a significant opportunistic pathogen associated with serious underlying diseases such as pneumoniae, meningitis and urinary tract infections. The aim of our study was to evaluate its degree of endemicity and its antibiotic resistance evolution essentially in the unit care where its isolation was predominant (57%).
INTRODUCTION
The control of hospitals' acquired infections caused by multiply resistant Gram-negative bacilli is considered as a major problem in Tunisia (1, 21) . It is now recognised that A.
baumannii plays a significant role in the colonization and infection of hospitalized patients (18, 27, 25) . They have been implicated in a variety of nosocomial infections including bacteria, urinary tract infections and secondary meningitis, but their predominant role is recognised in nosocomial pneumonia for patients confined to hospital intensive care units (ICUs) (8, 16, 28, 20) Such infections are often extremely difficult to treat
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Endemic status of A. baumanni for the clinician because of its widespread resistance to the major groups of antibiotics (5, 6, 16, 24) .
MATERIAL AND METHODS

Strains of A. baumannii
A total of 204 strains were analyzed in this study. 
Clinical information's
Clinical patients information were collected upon their admission in the intensive care. They were limited to 127 patients who were infected by A. baumannii after their admission in the intensive care unit (Table 1 ). In addition clinical features were noted on the day of clinically suspected infection. 
Susceptibility to antibiotics
Isolates were tested by disk diffusion method for susceptibility to ticarcillin (75µg), ticarcillin+ clavulanic acid 
PCR detection of Integron 1 and 2
Presence of integron 1 and 2 was detected by PCR using the 5' and 3' conserved segments a described previously (19) .
Primers used were 5'CS (GGCATCCAAGCAGCAAG) and 3' CS (AAGCAGACTTGACCTGA). Integron 2 was also detected using 2 primers; imA2s (ACCTTTTTGTCGCATA TCCGTG) and imAcs2 (TACCTGTTCTGCCCGTATCT).
Amplified DNA products were resolved by electrophoresis in agarose 1.5% gels.
Random Amplified polymorphic DNA Analysis (RAPD)
RAPD was performed for all collected strains as described previously (12) . Isolates were cultured overnight on nutritive agar, genomic DNA was extracted by phenol-chlorophorm method. 3 arbitrarily primers namely; VIL 1 (5' CCGCAGC CAA 3' ), VIL5 (5' AACGCGCAAC 3' ) were used. Cluster analysis was performed by the unweighted pair group method with mathematic averaging UPGMA (1 % tolerance, 1 % Dice coefficient) and the cut off was fixed to 90% of similarity, using Molecular Analysing Fingerprinting software (Bio-Rad Laboratories).
Pulsed Field Gel Electrophoresis (PFGE)
PFGE was performed for all studied strains using a consensus protocol for A. baumannii typing (22) . DNA fragments run for 19 h at 14°C in a CHEF DR-III apparatus (Bio-Rad). Clusters were analyzed with Molecular Analyst
Fingerprinting software (Bio-Rad Laboratories). The classification was performed by the unweighted pair group method using mathematic averaging UPGMA (1% tolerance, 1% Dice coefficient). The cut off was fixed to 90% of similarity.
RESULTS
Epidemiology of outbreaks
The outbreaks outlined in Figure 1 The clinical information's shown in Table 2 concerned only patients infected in the unit care. In the 127 studied cases, 54% were female. The mean age 
Integron PCR results
Integron 1 was present in 25% of unrelated strains within 3 different types; 800bp (13%), 2.1kb (5%) and (800bp+2.1kb) (7%). All the strains who gave two bands (800bp+2.1kb) were
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RAPD
RAPD profiles obtained with the 2 arbitrarily primers VIL1 and VIL5 gave respectively 5 and 4 groups. These groups recovered strains of the two years study confirming the endemic status of these bacteria in our hospital. In addition, we showed that some profiles disappear the second year study and in contrast others epidemic profile became endemic the second year ( Figure 2 ). This method is useful as a first, effective and fast approach to detect epidemic strains in our hospital. bands. Three groups, A ,B and C were markedly predominant, as these were represented by 22%, 27% and 10% respectively and were dispatched essentially in intensive care but in separate period. Some sporadic strains with unique pulsotype profile were showed.
In addition, comparison of some profiles revealed minor differences (% of similarity 90) suggesting that strains may be have derived from a common ancestral strain.
The genomic typing using PFGE revealed groups that RAPD couldn't distinguish. This demonstrates the sensitivity of this typing method. stay. The sensibility to antibiotics was studied in our hospital (11) and it was demonstrated that a combination of AmikacinImipenem was effective against all strains (13) . However, recent papers demonstrated that A. baumannii had also developed a resistance to colistin who was considered as the last universally active drug (7, 14) . This finding conduce to the possibility of use Cecropin A-Melittin peptides as alternative chemotherapy. This resistance to colistin was not yet observed in Tunisia.
The occurrence of this pathogen in our hospital environment demonstrated that ICU units and surgery wards were the most affected. This result confirmed the opportunistic behaviour of this bacteria described in the literature (3, 26 ) and others Tunisian hospitals (15).
In conclusion, when outbreaks of A. baumannii occur, it's essential to develop a restricted hygiene procedures and a serious surveillance of critical units such as ICU on very ill patients.
